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* Phenotyping root dynamics in aeroponics has proven to be an
affordable, non-invasive and high throughput technique suitable for
qguantitative genetic analysis.

* However, root systems grown in aeroponics could be poor

surrogates of field-grown root systems, largely because mechanical
impedance is lacking.

* This poster assesses what we have learnt from 10 years of QTL
analyses of the root system architecture dynamics of cereals in

| aeroponics.
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High resolution in aeroponics allows to detect small-effect QTLs ¢ Contrasted populations, selected for water deficit study, display
Such QTLs might be missed with lower resolution. larger number of QTLs than large diversity panels

* Many QTLs in aeroponics co-localize with other studies and
populations. Many also coincide with QTLs for related traits: root
system width vs LER response to WD (welcker et al, 2011), hnumber of root

Late phenotyping has yielded the largest number of QTLs axes vs number of tillers (de Dorlodot, 2007), root length distribution vs

This may reveal age-specific QTLs or QTLs whose effects cumulate with earliness (de doriodot, 2007).
time and would be un-noticed at early stages. These results suggest that the artificial aeroponics environment does not

invalidate the technique in a wider context.

A minority of the QTLs detected in aeroponics have large effects
This is intriguing. Would field QTLs result largely from GxE ?
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Root traits in aeroponics can be affected by large V¢

We need to understand these E effects, as some of them may be Currently, we investigate lateral root growth variability and we try to
surrogates for aspects of the soil E and provide useful insights for GxE. dissect Ve. As of today, aeroponics seems a promising platform to
dissect the variability of root growth dynamics.
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